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<210> 1 

<211> 1933 

<212> DNA 

<213> Homo sapien 

<400> 1 



cctggccggt 


gcttcagtta 


gatcaaacca 


ttgctgaaac 


tgaagaggac 


50 


atgtcaaata 


ttacagatcc 


acagatgtgg 


gattttgatg 


atctaaattt 


100 


cactggcatg 


ccacctgcag 


atgaagatta 


cagcccctgt 


atgctagaaa 


150 


ctgagacact 


caacaagtat 


gttgtgatca 


tcgcctatgc 


cctagtgttc 


200 


ctgctgagcc 


tgctgggaaa 


ctccctggtg 


atgctggtca 


tcttatacag 


250 


cagggtcggc 


cgctccgtca 


ctgatgtcta 


cctgctgaac 


ctggccttgg 


300 


ccgacctact 


ctttgccctg 


accttgccca 


tctgggccgc 


ctccaaggtg 


350 


aatggctgga 


tttttggcac 


attcctgtgc 


aaggtggtct 


cactcctgaa 


400 


ggaagtcaac 


ttctacagtg 


gcatcctgct 


gttggcctgc 


atcagtgtgg 


450 
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accgttacct ggccattgtc catgccacac gcacactgac ccagaagcgt 500 
cacttggtca agtttgtttg tcttggctgc tggggactgt ctatgaatct 550 
gtccctgccc ttcttccttt tccgccaggc ttaccatcca aacaattcca 600 
gtccagtttg ctatgaggtc ctgggaaatg acacagcaaa atggcggatg 650 
gtgttgcgga tcctgcctca cacctttggc ttcatcgtgc cgctgtttgt 700 
catgctgttc tgctatggat tcaccctgcg tacactgttt aaggcccaca 750 
tggggcagaa gcaccgagcc atgagggtca tctttgctgt cgtcctcatc 800 
ttcctgcttt gctggctgcc ctacaacctg gtcctgctgg cagacaccct 850 
catgaggacc caggtgatcc aggagacctg tgagcgccgc aacaacatcg 900 
gccgggccct ggatgccact gagattctgg gatttctcca tagctgcctc 950 
aaccccatca tctacgcctt catcggccaa aattttcgcc atggattcct 1000 
caagatcctg gctatgcatg gcctggtcag caaggagttc ttggcacgtc 1050 
atcgtgttac ctcctacact tcttcgtctg tcaatgtctc ttccaacctc 1100 
tgaaaaccat cgatgaagga atatctcttc tcagaaggaa agaataacca 1150 
acaccctgag gttgtgtgtg gaaggtgatc tggctctgga caggcactat 1200 
ctgggttttg gggggacgct ataggatgtg gggaagttag gaactggtgt 1250 
cttcaggggc cacaccaacc ttctgaggag ctgttgaggt acctccaagg 1300 
accggccttt gcacctccat ggaaacgaag caccatcatt cccgttgaac 1350 
gtcacatctt taacccacta actggctaat tagcatggcc acatctgagc 1400 
cccgaatctg acattagatg agagaacagg gctgaagctg tgtcctcatg 1450 
agggctggat gctctcgttg accctcacag gagcatctcc tcaactctga 1500 
gtgttaagcg ttgagccacc aagctggtgg ctctgtgtgc tctgatccga 1550 
gctcaggggg gtggttttcc catctcaggt gtgttgcagt gtctgctgga 1600 
gacattgagg caggcactgc caaaacatca acctgccagc tggccttgtg 1650 
aggagctgga aacacatgtt ccccttgggg gtggtggatg aacaaagaga 1700 
aagagggttt ggaagccaga tctatgccac aagaaccccc tttaccccca 1750 
tgaccaacat cgcagacaca tgtgctggcc acctgctgag ccccaagtgg 1800 
aacgagacaa gcagccctta gcccttcccc tctgcagctt ccaggctggc 1850 
gtgcagcatc agcatcccta gaaagccatg tgcagccacc agtccattgg 1900 
gcaggcagat gttcctaata aagcttctgt tec 1933 
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<210> 2 

<211> 350 

<212> PRT 

<213> Homo sapien 

<400> 2 ^ T 

Met Ser Asn He Thr Asp Pro Gin Met Trp Asp Phe Asp Asp Leu 
15 10 15 

Asn Phe Thr Gly Met Pro Pro Ala Asp Glu Asp Tyr Ser Pro Cys 
20 25 30 

Met Leu Glu Thr Glu Thr Leu Asn Lys Tyr Val Val He He Ala 
35 40 45 

Tvr Ala Leu Val Phe Leu Leu Ser Leu Leu Gly Asn Ser Leu Val 
50 55 60 

Met Leu Val He Leu Tyr Ser Arg Val Gly Arg Ser Val Thr Asp 
65 70 75 

Val Tvr Leu Leu Asn Leu Ala Leu Ala Asp Leu Leu Phe Ala Leu 
80 85 90 

Thr Leu Pro He Trp Ala Ala Ser Lys Val Asn Gly Trp He Phe 
95 100 105 

Glv Thr Phe Leu Cys Lys Val Val Ser Leu Leu Lys Glu Val Asn 
110 115 120 

Phe Tvr Ser Gly He Leu Leu Leu Ala Cys He Ser Val Asp Arg 
125 130 135 

Tvr Leu Ala He Val His Ala Thr Arg Thr Leu Thr Gin Lys Arg 
140 145 150 

His Leu Val Lys Phe Val Cys Leu Gly Cys Trp Gly Leu Ser Met 
155 160 165 

Asn Leu Ser Leu Pro Phe Phe Leu Phe Arg Gin Ala Tyr His Pro 
170 175 180 

Asn Asn Ser Ser Pro Val Cys Tyr Glu Val Leu Gly Asn Asp Thr 
185 190 195 

Ala Lys Trp Arg Met Val Leu Arg He Leu Pro His Thr Phe Gly 
200 205 210 

Phe He Val Pro Leu Phe Val Met Leu Phe Cys Tyr Gly Phe Thr 
215 220 225 

Leu Arq Thr Leu Phe Lys Ala His Met Gly Gin Lys His Arg Ala 
230 235 240 

Met Arg Val He Phe Ala Val Val Leu He Phe Leu Leu Cys Trp 
245 250 255 

Leu Pro Tyr Asn Leu Val Leu Leu Ala Asp Thr Leu Met Arg Thr 
260 265 270 
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Gin Val He Gin Glu Thr Cys Glu Arg Arg Asn Asn He Gly Arg 
275 280 285 

Ala Leu Asp Ala Thr Glu He Leu Gly Phe Leu His Ser Cys Leu 
290 295 300 

Asn Pro He He Tyr Ala Phe He Gly Gin Asn Phe Arg His Gly 
305 310 315 

Phe Leu Lys He Leu Ala Met His Gly Leu Val Ser Lys Glu Phe 
320 325 330 

Leu Ala Arg His Arg Val Thr Ser Tyr Thr Ser Ser Ser Val Asn 
335 340 345 

Val Ser Ser Asn Leu 
350 

<210> 3 
<211> 1737 
<212> DNA 
<213> Homo sapien 

<400> 3 

gaattccagt gtgctggcgg cgcggcgcaa agtgacgccg agggcctgag 50 
tgctccagta gccaccgcat ctggagaacc agcggttacc atggagggga 100 
tcagtatata cacttcagat aactacaccg aggaaatggg ctcaggggac 150 
tatgactcca tgaaggaacc ctgtttccgt gaagaaaatg ctaatttcaa 200 
taaaatcttc ctgcccacca tctactccat catcttctta actggcattg 250 
tgggcaatgg attggtcatc ctggtcatgg gttaccagaa gaaactgaga 300 
agcatgacgg acaagtacag gctgcacctg tcagtggccg acctcctctt 350 
tgtcatcacg cttcccttct gggcagttga tgccgtggca aactggtact 400 
ttgggaactt cctatgcaag gcagtccatg tcatctacac agtcaacctc 4 50 
tacagcagtg tcctcatcct ggccttcatc agtctggacc gctacctggc 500 
catcgtccac gccaccaaca gtcagaggcc aaggaagctg ttggctgaaa 550 
aggtggtcta tgttggcgtc tggatccctg ccctcctgct gactattccc 600 
gacttcatct ttgccaacgt cagtgaggca gatgacagat atatctgtga 650 
ccgcttctac cccaatgact tgtgggtggt tgtgttccag tttcagcaca 700 
tcatggttgg ccttatcctg cctggtattg tcatcctgtc ctgctattgc 750 
attatcatct ccaagctgtc acactccaag ggccaccaga agcgcaaggc 800 
cctcaagacc acagtcatcc tcatcctggc tttcttcgcc tgttggctgc 850 
cttactacat tgggatcagc atcgactcct tcatcctcct ggaaatcatc 900 



aagcaagggt gtgagtttga gaacactgtg cacaagtgga tttccatcac 950 

cgaggcccta gctttcttcc actgttgtct gaaccccatc ctctatgctt 1000 

tccttggagc caaatttaaa acctctgccc agcacgcact cacctctgtg 1050 

agcagagggt ccagcctcaa gatcctctcc aaaggaaagc gaggtggaca 1100 

ttcatctgtt tccactgagt ctgagtcttc aagttttcac tccagctaac 1150 

acagatgtaa aagacttttt tttatacgat aaataacttt tttttaagtt 1200 

acacattttt cagatataaa agactgacca atattgtaca gtttttattg 1250 

cttgttggat ttttgtcttg tgtttcttta gtttttgtga agtttaattg 1300 

acttatttat ataaattttt tttgtttcat attgatgtgt gtctaggcag 1350 

gacctgtggc caagttctta gttgctgtat gtctcgtggt aggactgtag 1400 

aaaagggaac tgaacattcc agagcgtgta gtgaatcacg taaagctaga 14 50 

aatgatcccc agctgtttat gcatagataa tctctccatt cccgtggaac 1500 

gtttttcctg ttcttaagac gtgattttgc tgtagaagat ggcacttata 1550 

accaaagccc aaagtggtat agaaatgctg gtttttcagt tttcaggagt 1600 

gggttgattt cagcacctac agtgtacagt cttgtattaa gttgttaata 1650 

aaagtacatg ttaaacttaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1700 

aaaaaaaaaa aaagcggccg ccagcacact ggaattc 1737 

<210> 4 

<211> 352 

<212> PRT 

<213> Homo sapien 

^Merciu Gly He Ser He Tyr Thr Ser Asp Asn Tyr Thr Glu Glu 
1 5 10 

Met Gly Ser Gly Asp Tyr Asp Ser Met Lys Glu Pro Cys Phe Arg 

25 30 



20 



Glu Glu Asn Ala Asn Phe Asn Lys He Phe Leu Pro Thr He Tyr 
35 40 45 

Ser He He Phe Leu Thr Gly He Val Gly Asn Gly Leu Val lie 
50 55 60 

Leu val Met Gly Tyr Gin Lys Lys Leu Arg Ser Met Thr Asp Lys 
65 70 75 

Tyr Arg Leu His Leu Ser Val Ala Asp Leu Leu Phe Val He Thr 
^80 85 90 
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Leu Pro Phe Trp Ala Val Asp Ala Val Ala Asn Trp Tyr Phe Gly 
95 100 105 

Asn Phe Leu Cys Lys Ala Val His Val He Tyr Thr Val Asn Leu 
110 115 120 

Tyr Ser Ser Val Leu He Leu Ala Phe He Ser Leu Asp Arg Tyr 

125 130 135 

Leu Ala He Val His Ala Thr Asn Ser Gin Arg Pro Arg Lys Leu 
140 145 150 

Leu Ala Giu Lys Val Val Tyr Val Gly Val Trp He Pro Ala Leu 
155 160 165 

Leu Leu Thr He Pro Asp Phe He Phe Ala Asn Val Ser Glu Ala 
170 175 180 

Asp Asp Arg Tyr He Cys Asp Arg Phe Tyr Pro Asn Asp Leu Trp 
185 190 195 

Val Val Val Phe Gin Phe Gin His He Met Val Gly Leu He Leu 
200 205 210 

Pro Gly He Val He Leu Ser Cys Tyr Cys He He He Ser Lys 
215 220 225 

Leu Ser His Ser Lys Gly His Gin Lys Arg Lys Ala Leu Lys Thr 
230 235 240 

Thr Val He Leu He Leu Ala Phe Phe Ala Cys Trp Leu Pro Tyr 
245 250 255 

Tyr He Gly He Ser He Asp Ser Phe He Leu Leu Glu He He 
260 265 270 

Lys Gin Gly Cys Glu Phe Glu Asn Thr Val His Lys Trp He Ser 
275 280 285 

He Thr Glu Ala Leu Ala Phe Phe His Cys Cys Leu Asn Pro He 
290 295 300 

Leu Tyr Ala Phe Leu Gly Ala Lys Phe Lys Thr Ser Ala Gin His 

305 310 315 

Ala Leu Thr Ser Val Ser Arg Gly Ser Ser Leu Lys He Leu Ser 
320 325 330 

Lys Gly Lys Arg Gly Gly His Ser Ser Val Ser Thr Glu Ser Glu 
335 340 345 

Ser Ser Ser Phe His Ser Ser 
350 

<210> 5 
<211> 1679 
<212> DNA 
<213> Homo sapien 



6 



<400> 5 ^, en 

gaattccagt gtgctggcgg ccgcccagtg tgctggcggc ggcagttgag 5U 

ggaaaggaca gaggttatga gtgcctgcaa gagtggcagc ctggagtaga 100 

gaaaacacta aaggtggagt caaaagacct gagttcaagt cccagctctg 150 

ccactggtta gctgtgggat ctcggaaaag acccagtgaa aaaaaaaaaa 200 

aaagtgatga gttgtgaggc aggtcgcggc cctactgcct caggagacga 250 

tgcgcagctc atttgcttaa atttgcagct gacggctgcc acctctctag 300 

aggcacctgg cggggagcct ctcaacataa gacagtgacc agtctggtga 350 

ctcacagccg gcacagccat gaactacccg ctaacgctgg aaatggacct 400 

cgagaacctg gaggacctgt tctgggaact ggacagattg gacaactata 450 

acgacacctc cctggtggaa aatcatctct gccctgccac agaggggccc 500 

ctcatggcct ccttcaaggc cgtgttcgtg cccgtggcct acagcctcat 550 

cttcctcctg ggcgtgatcg gcaacgtcct ggtgctggtg atcctggagc 600 

ggcaccggca gacacgcagt tccacggaga ccttcctgtt ccacctggcc 650 

gtggccgacc tcctgctggt cttcatcttg ccctttgccg tggccgaggg 700 

ctctgtgggc tgggtcctgg ggaccttcct ctgcaaaact gtgattgccc 750 

tgcacaaagt caacttctac tgcagcagcc tgctcctggc ctgcatcgcc 800 

gtggaccgct acctggccat tgtccacgcc gtccatgcct accgccaccg 850 

ccgcctcctc tccatccaca tcacctgtgg gaccatctgg ctggtgggct 900 

tcctccttgc cttgccagag attctcttcg ccaaagtcag ccaaggccat 950 

cacaacaact ccctgccacg ttgcaccttc tcccaagaga accaagcaga 1000 

aacgcatgcc tggttcacct cccgattcct ctaccatgtg gcgggattcc 1050 

tgctgcccat gctggtgatg ggctggtgct acgtgggggt agtgcacagg 1100 

ttgcgccagg cccagcggcg ccctcagcgg cagaaggcag tcagggtggc 1150 

catcctggtg acaagcatct tcttcctctg ctggtcaccc taccacatcg 1200 

tcatcttcct ggacaccctg gcgaggctga aggccgtgga caatacctgc 1250 

aagctgaatg gctctctccc cgtggccatc accatgtgtg agttcctggg 1300 

cctggcccac tgctgcctca accccatgct ctacactttc gccggcgtga 1350 

agttccgcag tgacctgtcg cggctcctga cgaagctggg ctgtaccggc 1400 

cctgcctccc tgtgccagct cttccctagc tggcgcagga gcagtctctc 1450 
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tgagtcagag aatgccacct ctctcaccac gttctaggtc ccagtgtccc 1500 

cttttattgc tgcttttcct tggggcaggc agtgatgctg gatgctcctt 1550 

ccaacaggag ctgggatcct aagggctcac cgtggctaag agtgtcctag 1600 

gagtatcctc atttggggta gctagaggaa ccaaccccca tttctagaac 1650 

atcccgcggc cgccagcaca ctggaattc 1679 

<210> 6 

<211> 372 

<212> PRT 

<213> Homo sapien 

"^Met^sn Tvr Pro Leu Thr Leu Glu Met Asp Leu Glu Asn Leu Glu 
15 10 15 

Asp Leu Phe Trp Glu Leu Asp Arg Leu Asp Asn Tyr Asn Asp Thr 
20 25 30 

Ser Leu Val Glu Asn His Leu Cys Pro Ala Thr Glu Gly Pro Leu 
35 40 45 

Met Ala Ser Phe Lys Ala Val Phe Val Pro Val Ala Tyr Ser Leu 

50 55 60 

He Phe Leu Leu Gly Val He Gly Asn Val Leu Val Leu Val lie 
65 70 75 

Leu Glu Arg His Arg Gin Thr Arg Ser Ser Thr Glu Thr Phe Leu 
80 85 90 

Phe His Leu Ala Val Ala Asp Leu Leu Leu Val Phe He Leu Pro 
95 100 105 

Phe Ala Val Ala Glu Gly Ser Val Gly Trp Val Leu Gly Thr Phe 
110 115 120 

Leu Cys Lys Thr Val He Ala Leu His Lys Val Asn Phe Tyr Cys 
125 130 135 

Ser Ser Leu Leu Leu Ala Cys He Ala Val Asp Arg Tyr Leu Ala 
140 145 150 

He Val His Ala Val His Ala Tyr Arg His Arg Arg Leu Leu Ser 
155 160 165 

He His He Thr Cys Gly Thr He Trp Leu Val Gly Phe Leu Leu 
170 175 180 

Ala Leu Pro Glu He Leu Phe Ala Lys Val Ser Gin Gly His His 
185 190 195 

Asn Asn Ser Leu Pro Arg Cys Thr Phe Ser Gin Glu Asn Gin Ala 
200 205 210 
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Glu Thr His Ala 
Gly Phe Leu Leu 
Val Val His Arg 
Lys Ala Val Arg 
Cys Trp Ser Pro 
Arg Leu Lys Ala 
Pro Val Ala He 
Cys Leu Asn Pro 
Ser Asp Leu Ser 
Ala Ser Leu Cys 
Ser Glu Ser Glu 



Trp Phe 
215 

Pro Met 
230 

Leu Arg 
245 

Val Ala 
260 

Tyr His 
275 

Val Asp 
290 

Thr Met 
305 

Met Leu 
320 

Arg Leu 
335 

Gin Leu 
350 

Asn Ala 
365 



Thr Ser 
Leu Val 
Gin Ala 
He Leu 
He Val 
Asn Thr 
Cys Glu 
Tyr Thr 
Leu Thr 
Phe Pro 
Thr Ser 



Arg Phe Leu 
220 

Met Gly Trp 
235 

Gin Arg Arg 

250 

Val Thr Ser 
265 

He Phe Leu 
280 

Cys Lys Leu 
295 

Phe Leu Gly 
310 

Phe Ala Gly 
325 

Lys Leu Gly 
340 

Ser Trp Arg 
355 

Leu Thr Thr 
370 



Tyr His 
Cys Tyr 
Pro Gin 
He Phe 
Asp Thr 
Asn Gly 
Leu Ala 
Val Lys 
Cys Thr 
Arg Ser 
Phe 



Val Ala 
225 

Val Gly 
240 

Arg Gin 
255 

Phe Leu 
270 

Leu Ala 
285 

Ser Leu 
300 

His Cys 
315 

Phe Arg 
330 

Gly Pro 
345 

Ser Leu 
360 
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